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nCounter® CAR-T Characterization Panel - Gene and Probe Details

Alias / Previous Symbol
ACACACCiacetyl-Coenzvme A carboxvlase alpha

acyl-Coenzyme A dehydrogenase family, member 10,acyl-CoA dehydrogenase family, member 10

acyl-Coenzyme A dehydrogenase, very long chain

FACLS;fatty-acid-Coenzyme A ligase, long-chain 5

ACVRLK4;activin A receptor, type 1B
activin A receptor, type IC

ACVR2;activin A receptor, type llactivin A receptor, type IIA
IFI4,G1PL;interferon-induced protein 4

adducin 1 (alpha)

ADORA2

MLLT4;myeloid/lymphoid or mixed-lineage leukemia; translocated to, 4

v-akt murine thymoma viral oncogene homolog 1
v-akt murine thymoma viral oncogene homolog 2

1 family, member L1
aldehvde dehydrogenase 1 family, member L2

SLS,ALDH10;aldehyde dehydrogenase 3 family, member A2

aldehyde dehydrogenase 8 family, member A1

aldolase A, fructose-bisphosphate

aldolase C, fructose-bisphosphate

ARAF1;v-raf murine sarcoma 3611 viral oncogene homolog 1

SDGF, B
KIAAOB31:KIAAO831,ATG14 autophagy related 14 homolo (S. cerevisiae)
APG7LIAPG7 autophagy 7-like (5. cerevisiae).ATG7 autophagy related 7 homolog (S. cerevisiae)

ATPSI2ATP synthase, H+ transporting, mitochondrial FO complex, subunit f,isoform 2,ATP synthase,
He transporting, mitochondrial FO complex, subunit F2,ATP synthase, H+ transporting, mitochondrial
Fo complex, subunit F2,ATP synthase, H# transporting, mitochondrial Fo complex subunit F2

ATPSLIATP synthase, H+ transporting, mitochondrial FO complex, subunit g,ATP synthase, H+
transporting, mitochondrial FO complex, subunit G,ATP synthase, H transporting, mitochondrial Fo
it G,ATP synthase, porting, Fo complex subunit G

ATPSH;ATP synthase, H+ transporting, mitochondrial FO complex, subunit d,ATP synthase, H+
transporting, mitochondrial Fo complex, subunit dATP synthase, H# transporting, mitochondrial Fo
comolex subunit D

ATPase, i+ transporting, lysosomal 14kDa, V1 subunit F

STKL kinase 15, kinase 6

CD57,LEV7;CDS7 antigen

basic leucine zipper transcription factor, ATF-like

basic leucine zipper transcription factor, ATF-like 3

B-cell CLL/lymphoma 2

ZNFS1;zinc finger protein 51

8 lymohoid tyrosine kinase
BTB (POZ) domain containing 6

BUB1L;budding uninhibited by benzimidazoles 1 (yeast homolog) budding uninhibited by
benzimidazoles 1 homolog (veast)

complement component 3

CAUML2:calmodulin 1 (phosphorviase kinase, delta)

caspase recruitment domain family, member 10

caspase 3, apopt cysteine 3, apopt cysteine peptidase
caspase 8, apopt Iated cysteine lated cysteine peptidase
SCYAL;small le cytokine A1 (1-309, homologous to mouse Ta-3),chemokine (C-C motif) ligand
1

SCYA11;small inducible cytokine subfamily A (Cys-Cys), member 11 (eotaxin),chemokine (C-C motif)
ligand 11

SCYA13;small inducible cytokine subfamily A (Cys-Cys), member 13,chemokine (C-C motif) ligand 13
SCYA14;small inducible cytokine subfamily A (Cys-Cys), member 14,chemokine (C-C motif) ligand 14
SCYA1S;small inducible cytokine subfamily A (Cys-Cys), member 15,chemokine (C-C motif) ligand 15
SCYA16;small inducible cytokine subfamily A (Cys-Cys), member 16,chemokine (C-C motif) ligand 16

SCYA17;small inducible cytokine subfamily A (Cys-Cys), member 17,chemokine (C-C motif) ligand 17

SCYA18;small inducible cytokine subfamily A (Cys-Cys), member 18, pulmonary and activation-
regulated,chemokine (C-C motif) ligand 18 (pulmonary and activation-regulated) chemokine (C-C
motif ligand 18

SCYA19;small inducible cytokine subfamily A (Cys-Cys), member 19,chemokine (C-C motif) ligand 19

5CYA2;small inducible cytokine A2 (monocyte chemotactic protein 1, homologous to mouse Sig-
ie).chemokine (C-C motif) ligand 2

SCYA20;small inducible cytokine subfamily A (Cys-Cys), member 20,chemokine (C-C motif) ligand 20
SCYA21;5mall inducible cytokine subfamily A (Cys-Cys), member 21,chemokine (C-C motif) ligand 21
SCYA22;small inducible cytokine subfamily A (Cys-Cys), member 22,chemokine (C-C motif) ligand 22
SCYA23;small inducible cytokine subfamily A (Cys-Cys), member 23,chemokine (C-C motif) ligand 23
SCYA24;small inducible cytokine subfamily A (Cys-Cys), member 24,chemokine (C-C motif) ligand 24
SCYA25;small inducible cytokine subfamily A (Cys-Cys), member 25,chemokine (C-C motif) ligand 25
SCYA26;small inducible cytokine subfamily A (Cys-Cys), member 26,chemokine (C-C motif) ligand 26

SCYA27;small inducible cytokine subfamily A (Cys-Cys), member 27,chemokine (C-C motif) ligand 27

chemokine (C-C motif) lizand 28
ScYA3

LAGLSCYAS
D175136E,SCYAS:small inducible cytokine AS (RANTES).chemokine (C-C motif ligand 5
SCYAG,SCYAT;small inducible cytokine A7 (monocyte chemotactic protein 3),chemokine (C-C motif)
lieand 7

SCYAB;small inducible cytokine subfamily A (Cys-Cys), member 8 (monocyte chemotactic protein
2).chemokine (C-C motif) lizand 8

CMKBR2;chemokine (C-C motif) receptor 2
chemokine (C-C motif) receptor 4.

CMKBRS;chemokine (C-C motif) receptor 5,chemokine (C-C motif) receptor 5 (gene/pseudogene)

STRL22;chemokine (C-C motif) receptor 6

CMKBR?,EBI1;chemokine (C-C motif) receptor 7

CMKBRL2,CMKBRS;chemokine (C-C motif) receptor &

D14 antigen

CD160 antigen

D163 antigen

D19 antigen

CDL;CD1A antigen, a polypeptide,CD1a antigen

CD1D antigen, d polypeptide,CD1d antigen

MOX1,MOX2;antigen identified by monoclonal antibody MRC OX-2,CD200 antigen

€D209 antigen

D22 antigen

natural killer cell receptor 284,CD244 natural killer cell receptor 284,CD244 molecule, natural killer
cell receptor 284

CD3Z;CD32 antigen, zeta polypeptide (TIT3 complex),CD247 antigen

TNFRSF7;tumor necrosis factor receptor superfamily, member 7

PDCD1LGLprogrammed cell death 1 ligand 1,CD274 antigen

D276 antigen

CD28 antigen (Tpd4)

CD300c antigen

CD300LE;CD300 antigen like family member E.CD300e antigen

CD300 antigen like family member F.CD300 molecule-like family member f

€D33 antigen (2p67)

CD38 antigen (p45)

T3D;CD3d antigen, delta polypeptide (TIT3 complex),CD3d molecule, delta (CD3-TCR complex)
CD3e antigen, epsilon polypeptide (TiT3 complex),CD3e molecule, epsilon (CD3-TCR complex)
CD3g antigen, gamma polypeptide (TIT3 complex),CD3g molecule, gamma (CD3-TCR complex)
CD4 antigen (p55).T-cell surface glvcoprotein CD4

TNFRSFS;tumor necrosis factor receptor superfamily, member 5,CD40 molecule, TNF receptor
superfamily member 5

Official Full Name.
‘acetyl-CoA carboxvlase alpha

acyl-CoA dehydrogenase family member 10

acvl-CoA dehydrogenase very long chain
acyl-CoA thioesterase 2

acvl-CoA synthetase family member 2

acyl-CoA synthetase long chain family member 5
actinin alpha 1

activin A receptor type 18

acti

acti
adenosine deaminase, RNA specific

adducin 1

adenosine A2a receptor

afadin, adherens junction formation factor
arvl hydrocarbon receptor

AKT serine/threonine kinase 1

AKT serine/threonine kinase 2

aldehyde dehydrogenase 1 family member L1
aldehyde dehydrogenase 1 family member L2
aldehyde dehydrogenase 3 family member A2
aldehyde dehydrogenase 8 family member AL
aldolase, fructose-bisphosphate A

aldolase, fructose-bisphosphate C

angiopoietin 2

APC, WNT signaling pathway regulator

A-Raf proto-oncogene, serine/threonine kinase
amphiregulin

autophay related 14

autophagy related 7

ATP synthase membrane subunit f

ATP synthase membrane subunit g

ATP synthase peripheral stalk subunit d

ATPase H+ transporting V1 subunit F
aurora kinase A

beta-1,3-glucuronyltransferase 1

basic leucine zipper ATF-like transcription factor
basic leucine zipper ATF-like transcription factor 3
BCL2, apoptosis regulator

BCL2 like 1

8 cell CLL/lymphoma 6

BH3 interacting domain death agonist

BLK proto-oncogene, Src family tyrosine kinase
BB domain containing 6

BUB1 mitotic checkpoint serine/threonine kinase
complement C3

calmodulin 1

caspase recruitment domain family member 10

caspase 3

caspase 8
carbonyl reductase 4

C-C motif chemokine ligand 1
C-C motif chemokine ligand 11
C-C motif chemokine ligand 13
C-C motif chemokine ligand 14
C-C motif chemokine ligand 15
C-C motif chemokine ligand 16

C-C motif chemokine ligand 17

C-C motif chemokine ligand 18

C-C motif chemokine ligand 19
C-C motif chemokine ligand 2

C-C motif chemokine ligand 20
C-C motif chemokine ligand 21
C-C motif chemokine ligand 22
C-C motif chemokine ligand 23
C-C motif chemokine ligand 24
C-C motif chemokine ligand 25
C-C motif chemokine ligand 26

C-C motif chemokine ligand 27

C-C motif chemokine ligand 28
C-C motif chemokine ligand 3
C-C motif chemokine ligand 4.
C-C motif chemokine ligand 5

C-C motif chemokine ligand 7

C-C motif chemokine ligand 8

cvelin €
C-C motif chemokine receptor 2
C-C motif chemokine receptor 4

C-C motif chemokine receptor 5 (gene/pseudogene)

C-C motif chemokine receptor 6
C-C motif chemokine receptor 7
C-C motif chemokine receptor 8
D14 molecule

D244 molecule

D247 molecule
D27 molecule

D274 molecule

D276 molecule

D28 molecule

€D300c molecule

CD300e molecule

€D300 molecule like family member f
€033 molecule

D38 molecule

CD3d molecule

CD3e molecule

D3¢ molecule

D4 molecule

D40 molecule

Other targets or Isoform Information

LOC112694756 (NM 001365304;NM 001365305;NM 001365307)



HIGML,IMD3, TNFSFS;tumor necrosis factor (ligand) superfamily, member 5 (hyper-IgM syndrome)  CDAO ligand

cpaolG NM_000074.2
cpasro NM_080921.3 protein tyrosine phosphatase, receptor type C, soform RO
CDaskA NM 002838.4 brotein tyrosine phosphatase. recestor type C, isoform RA
o6 NM_001254751.1 €D antigen €06 molecule
co68 NM 0012512 CD68 antigen €068 molecule
D69 NM_001781.1 D69 antisen (960, early T-cell activation antigen) €069 molecule
7 NM 006137.6 €D7 antigen (041) €07 molecule:
coso NM_005191.3 CD2816,CD28LG1,CDBO antigen (CD28 antisen ligand 1, B7-1 antigen),CD80 molecule €080 molecule
o84 NM 001184879.1 D84 antigen (leukocyte antigen).CD84 molecule €084 molecule
cos6 NM_175862.3 CD28LG2:CDB6 antigen (CD28 antigen ligand 2, B7-2 antigen) €086 molecule
cosA NM 0017685 CDB:CDS antigen. alpha polvpentide (032).T-cell surface elvcoprotein CDS aloha chain CD8a molecule
coss NM_172099.2 CD8B1:CDS antigen, beta polypeptide 1 (p37) €D8b molecule CD8B2 (NM 001349727)
Do NM 001769.2 MIC3:CDS antigen (524) €09 molecule:
o6 NM_005816.4 €096 antigen €096 molecule
— Y MIC2;antigen identified by monoclonal antibodies 1267, F21 and 013,CD99 antigen,CD99 molecule  CD99 molecule (X blood group)
coc26 NM_139286.3 CSorf17;C90rf17 el division cycle 26
e \WL001039802. €6l divsion cycle 42 (GTP-binding protin, 25kD)cel division ccle 42 (6TP binding protein, 25kD3)  cel division cycle 42
CoKN1A NM_000389.2 CDKNIscyclin-dependent kinase inhibitor 1A (521, Cip1) cvclin dependent kinase inhibitor 1A
CEACAM1 NM 0017123 BGP:carcinoembryonic antigen-related cell adhesion molecule 1 related cell achesion molecule 1
CEACAM3 NM_001815.3 CGM1;carcinoembryonic antigen-related cell adhesion molecule 3 carcinoembryonic antigen related cell adhesion molecule 3
NM 016079.3 ; protein sorting 24 (veast), 24 homolog (5. cerevisiae) charged multivesicular body protein 3
CHMPaA NM_014169.2 Cldorf1 14 open reading frame 123,chromatin modifying protein 4A charged multivesicular body protein 4
A NM 000246.3 MHCZTAMHC class I 11, maior plex. class Il maior histocompatibility complex transactivator
cisH NM_145071.2 cytokine inducible SH2-containing protein cytokine inducible SH2 containing protein
cKApS NM 014756.2 cvtoskeleton associated protein 5
e NM_013246.2 CRLFL associated cvtokine-ike factor 1 cardiotroshin like cytokine factor 1
clont NM 0211013 claudin 1
clonzs NM_194284.2 claudin 23
cLons NM 0013063 CrorfLCPETR2 dlaudin 3
cLons NM_001305.3 CPETR,CPETRL claudin 4
cLon? NM 001307.3 CEPTRL2,CPETRL2 dlaudin7
cmip NM_198390.2 c-Maf inducing protein
CMKLRL NM 004072.1 chemokine-like receptor 1 chemerin chemokine-like receptor 1
coLec2 NM_130386.2 collectin subfamily member 12
Cldorf112;chromosome 14 open reading frame 112,COX16 cytochrome c oxidase assembly homoloy
cox16 (CUCPRTERS (Bt M B e homo\co\: ' ¥ ovtocrome codaseasemblyfator COXLS
€OX19 eytochrome c oxid: homolo 5. ) oxidase assembi
coxts NM_OOI01617.2 _ nomolo 1 (5. corewenencOxts, tomome ¢ e assembly factor ' evtochrome c oxidase assembly factor COX19
coxail NM 001318797.1  CO Wovtoch Wisoform 1 cvtochrome ¢ oxidase subunit 411
coxse NM_001862.2 cytochrome ¢ oxidase subunit Vb cytochrome ¢ oxidase subunit 58
subunit Vib polypeptide 1 ’
coxeB1 NM_001863.4 e e e N e
coxsc NM_004374.2 cytochrome ¢ oxidase subunit Vic cytochrome ¢ oxidase subunit 6C
cox7A2 NM 001865.3 cvtochrome c oxidase subunit Via polypeptide 2 (liver) cvtochrome c oxidase subunit 7A2
coxe NM_001866.2 cytochrome c oxidase subunit Vilb cytochrome ¢ oxidase subunit 78
coxrc NM 001867.2 cvtochrome c oxidase subunit Vilc cvtochrome c oxidase subunit 7C
cPA3 NM_001870.2 carboxypeptidase A3 (mast cell carborypeptidase A3
cPT1A NM 001876.3 CPT1:camnitine palmitovltransferase 1A (lver) canitine palmitovltransferase 1A
P11 NM_004377.3 carnitine palmitoyltransferase 18 (muscle) carnitine palmitoyltransferase 18
CREBL NM 004379.3 CAMP responsive element binding protein 1
CRLF2 NM_022148.3 cytokine receptor like factor 2
s NM 004077.2 citrate synthase
e NM_000758.2 lony stimulating factor 2 colony stimulating factor 2
CsF2RA NM 0061403 olony stimulating factor 2 receptor, aloha, low-affiity (granl R factor 2 receptor aloha subunit
GCSF,G-CSF,C1 17 open reading frame 33, factor 3
s NM_000759.3 (granulocvte) i ¢ " ¢ colony stimuating factor 3
csFaR NM 0007603 co11a; 8 factor 3 recetor colony stimulating factor 3 receptor
T NM_005214.3 CELIAC3.IDDM12;celiac disease 3,insulin-dependent diabetes melltus 12 cytotoxic T-ymphocyte associated protein 4
CTNNAL NM 001903.2 catenin (cadherin-associated protein), aloha 1 (102kD) catenin alpha 1
CTNNB;catenin (cadherin-associated protein), beta 1 (88KD) catenin (cadherin-associated protein),
e NM_001098210.1  beta 1, 88kDa.catenin (cadherin-associated proteinl, beta 1
CTNNDL NM 0013312 CTNND:catenin (cadherin-associated protein), delta 1 catenin delta 1
cTsp NM_001909.3 CPSD:cathepsin D (lysosomal aspartyl protease) cathepsin D
csw NM 001335.3 cathepsin W (lvmphoain) cathepsin W
SCYD1;small inducible cytokine subfamily D (Cys-X3-Cys), member 1 (fractalkine,
o3l NM_002996.3 neum(aum].(hsmakmeyl‘c—xirc motif) htzanii i ) ‘ ©Xa-Cmotif chemokine ligand 1
oaeR1 NM 001337.3 (GPR13,CMKBRLLichemokine (C-X3-C) receptor 1.chemokine (C-X3-C motif) receptor 1 €X3-C motif chemokine receptor 1
MGSA GROLFSP,GROL ancogene (melanoma growth stimulating activy, aloha) fbroblast secretory ¢y oL
o W 0015111 protein chemokine (C-X-C motif)ligand 1 (melanoma growth stimulating actvit, alpha)
INP10,SCYB10;small le cytoki ily B (Cys-X-Cys), member (CX-C motif
oxcl1o NM_001565.2 ligand 10 (Gl ‘ " exCmot ehemokine gand 10
SCYB9B,SCYB11jsmall inducible cytokine subfamily B (Cys-X-Cys), member 11,chemokine (C-X-C motif]
e 0054094 i i VB (G Cys) ¢ ) CX-C motif chemokine ligand 11
oz NM_159168.3 SDF1A,SDF18,SDF 1:stromal cel-derived factor 1,chemokine (C-X-C motif)ligand 12 CX-C motif chemokine igand 12
SCYB13;small inducible cytokine B subfamily (Cys-X-Cys motif), member 13 (B-cell
oxeus NM_006419.2 chemoatiractant).chemokine (Gt mot gand 13 €€ morifchemokine ligand 13
SCYB14;small inducible cytokine subfamily B (Cys-X-Cys), member 14 (BRAK) chemokine (C-X-C motif]
oxeua NM_004887.4 ligand 14 i oG e ( " CxCrmetit cemsineigond 14
oxeuts NM 001100812.1  chemokine (C-X-C motif lizand 16 CX-C motif chemokine ligand 16
o2 NM_002089.3 GRO2GRO2 oncorene,chemokine (C-X-C motif igand 2 CX-C motif chemokine ligand 2
oxes NM 002090.2 GRO3;GRO3 oncorene.chemokine (C-X-C motif igand 3 CX-C motif chemokine ligand 3
SCYBS;smallinducible cytokine subfamily B (Cys-X-Cys), member 5 (epithelial-derived neutrophil-
oxas NM_002994.3 activating pestide 78],c:v‘emokme (c»ecymm(ucy)s I\zany;'s @ ’ (R EE R e
SCYB6;smallinducible cytokine subfamily B (Cys-X-Cys), member 6 (granulocyte chemotactic protein
) chemokine (C-X-C motif) ligand 6 tein 2),chemokine (CX-C motif)  C-X-C motif chemokine ligand 6
oxets NM_002993.3 ligand 6
oxas NM 000584.2 ILBinterleukin 8.chemokine (C-X-C motif)lizand 8 CX-C motif chemokine ligand &
o NM_002416.1 CMK,MIG;monokine induced by #amma interferon chemokine (C-X-C motif)ligand 9 CX-C motif chemokine ligand 9
oxers NM 001504.1 GPR9:G protein-counled receptor 9.chemokine (C-X-C motif) receptor 3 CX-C motif chemokine receptor 3
oxcra NM_003467.2 chemokine (C-X-C motif), receptor 4 (fusin).chemokine (C-X-C motif) receptor 4 CX-C motif chemokine receptor 4
BLRY;Burkitt lymphoma receptor 1, GTP-binding protein,Burkitt lymphoma receptor 1, GTP bindin
oxXeRs, NM_0017163 o e T B . ¥ CCmon chemokine receptor5
oxXeRe NM_006564.1 chemokine (C-X-C motif) receptor 6 CX-C motif chemokine receptor 6
cres NM 000397.3 CGDichronic granulomatous disease.cvtochrome b-245, beta polvpestide cvtochrome b-245 beta chain
DAP3 NM_004632.3 death associated protein 3
oDITA NM 019058.2 DNA-damae-inducible transcript 4 DNA damage inducible transcrint 4
DECRL NM_001359.1 DECR:2.4-dienoyl-CoA reductase 1, mitochondrial 2,4-dienovl-CoA reductase 1
DGLUCY NM 001102369.2  Cldorf158:chromosome 14 open reading frame 159 Deglutamate cyclase
DHFRP4,DHFRL reductase pseudogene 4, 1
oHFR2 NM_001195643.1 reductase like 1 dihydrofolate reductase 2
DHRS4 NM 021004.2 dehvdrogenase/reductase (SOR family) member 4 dehvdrogenase/reductase 4 DHRSAL2 (NM 001193635:NM 001193637:NM 198083)
DIABLO NM_138930.2 diablo, 1AP-binding mitochondrial protein diablo 1AP-binding mitochondrial protein B3GNT4 (NM 001330492:NM 030765)
oL NM 005618.3 delta (Drosophila)-like 1.delta-like 1 (Drosophila) delta like canonical Notch lizand 1
pock2 NM_004946.2 dedicator of cyto-kinesis 2 dedicator of cytokinesis 2
DUSPL NM 004417.2 PTPNIO dual specificty phosohatase 1
ovi2 NM_004422.2 dishevelled 2 (homologous to Drosophila dsh) dishevelled, dsh homolog 2 (Drosophila) dishevelled segment polarity protein 2
£8i3 NM 005755.2 Epstein-Barr virus induced 3
£GP NM_001963.4 epidermal growth factor (beta-urogastrone) epidermal growth factor
EGRL NM 001964.2 early growth response 1
ENTPDL NM_001098175.1  CD39 ectonucleoside triphosphate diphosphohydrolase 1
ENTPD2 NM 203468.1 co3eL1 ectonucleoside trishosohate diphosshohvdrolase 2
£oMES NM_005442.2 comesodermin (Xenopus laevis) homolog comesodermin
ERAP2 NM 0011301401 endolasmic reticulum aminopeptidase 2
FAM30A NR_026800.2 C14orf110,KIAA0125;chromosome 14 open reading frame 110,KIAAD125 family with seauence similarity 30 member A
FASLAPTL,TNFRSFS;tumor necrosis factor receptor superfamily, member 6,Fas (TNF receptor e T X TR
FAS NM_000043.4 superfamil. member 61
APTILG,TNFSFS umor nectosi factor (igand) uperfamily, member 6 as lgand (INF superfamiy,
FASLG NM_000639.1 member 6)
FASN NM 004104.4 fatty acid svnthase
FeAR NM_002000.2 Fc fragment of g4, receptor for e fragment of IgA receptor
FCGR3,FCG3;Fc fragment of IgG, low affinity lib, receptor for (CD16),fc fragment of 1gG, low affnit
FCGR3A/B NM_000570.4 b, vecestor (0TGN ! o for(aere y " Fefragmentof 6 recetor o
FCRL2 NM_001159488.1  SPAP1;SH2 domain-containing phosphatase anchor protein 1.fc recetor-like 2 Fe receptor like 2
NM 000143.2 fumarate hydratase
FKBP1A NM_000801.4 FKBPL;FK506-binding protein 1A (12kD),FK506 binding protein 14, 12kDa FK506 binding protein 1A
FLON NM 144606.5 folliculin
FNIPL NM_001008738.2 folliculn interacting protein 1
\-fos 8] murine osteosarcoma vral oncogene homolog FB) murine osteosarcoma Vil OnGogene [
Fos NM_005252.2 homolog g
FosB NM_006732.1 FBJ murine osteosarcoma viral oncogene homolog B FosB proto-oncogene, AP-1 transcription factor subunit
Foxo1 NM 002015.3 FKHR,FOXO1Aforkhead homolog in thabdomyosarcoma forkhead box O1
FOXP3 NM_014009.3 IPEX;immune dysregulation, polvendocrinopathy, enteropathy, X-inked forkhead box P3
FPRL NM 0020293 formyl peptide receptor 1
YN NM_002037.3 FYN oncosene related to SRC, FGR, YES FYN proto-oncogene, Src family tyrosine kinase
GADDASB NM 015675.2 MYDI18;growth arrest and DNA-damage-inducible, beta arowth arrest and DNA damage inducible beta
GRS, NM_002047.2 CMT2D:Charcot-Marie-Tooth neuropathy 2D Rlveyl-tRNA synthetase
GART NM_000819.3 ST ohosphoribosvlaminoimidazole svnthetase
GATA3 NM 001002295.1  GATA-binding protein 3 GATA binding protein 3
GFER NM 005262.2 arowth factor, ervi. (. cerevisiaellike (ausmenter of liver regeneration) arowth factor, augmenter of lver regeneration
GRmL NM_024996.5 G translation elongation factor, mitochondrial G elongation factor mitochondrial 1

6ls NM 0149053 Rlutaminase



ITGAM

JUNB
KIR3DL1/2
KLRB1
KLRC1/2
KLRD1.
KLRF1
KLRG1.

NM 0132672
NM 0120843
NM 0020702
NM_001017998.3
NM 0124833

NM_002079.2
NM 0001752
NM_001619.2
NM 001004057.1
NM_025196.2
NM 0061442
NM_0041313
NM 0334233
NM_002104.2
NM 0053172
NM 0010109153

NM_000183.2
NM 0327823
NM_001098416.2

NM_018486.2
NM 0021123
NM 0015302
NM_000189.4
NM 002115.1
NM 0021223
NM 0191113
NM 0021243
NM 0055164
NM_000859.2
NM 0055252
NM_004134.4
NM 0021572
NM_000201.2
NM 0120922
NM _015259.5

NM_002166.4
NM_005530.2
NM 0021643
NM 1942942
NM 0063323
NM 0055333
NM 0020383
NM 0015483
NM 0015474

NM_001031683.2
NM 0210342
NM_024013.1
NM 000629.2
NM_002176.2
NM 000619.2
NM_000416.2
NM 0055343
NM_000875.4
NM 0140022
NM_001079526.1
NM 0224653
NM_000572.2
NM 0015582
NM_000641.2

NM_000882.2

NM_002187.2
NM 005535.1
NM_001559.2
NM 0021882
NM_172174.1
NM 0045134
NM_002190.2
NM 0132783
NM 0528723
NM 0015622
NM_001039659.1
NM 0133713
NM_000575.3
NM 0005762
NM _032556.4
NM 001320984.1
NM 0005773
NM 0005862
NM 0187243
NM 0218032
NM_181079.4
NM 0205254
NM _016584.2
NM 1447012
NM_181339.1
NM 0227892
NM _018402.1
NM 1456593
NM_000417.1
NM 0008782

NM_000206.1
NM 0005883
NM_001014336.1
NM 0042214
NM _033439.2
NM 014440.1
NM 0144383
NM 0196183
NM 0122752
NM 0144393
NM_002183.2
NM 0005892
NM 0004183
NM 000879.2
NM_000600.3
NM 0005652
NM_002184.2
NM 0008803
NM_002185.2
NM 000590.1
NM_002198.2
NM 0015715
NM_002460.1
NM 001098627.1
NM_006147.2
NM 0015723
NM_002163.2

NM_006084.4
NM 0051013

NM_0006323

NM_000211.2
NM 0002142
NM_002227.1
NM 0049723
NM 0022283
NM 0022292
NM _013289.2
NM 0022582
NM 0022603
NM 0073342
NM _016523.2
NM 001329099.1

Rlutaminase 2 (liver, mitochondrial)

GLUDP1L;glutamate dehydrogenase pseudogene 1

GNAI28;guanine nucleotide binding protein (G protein), alpha inhibiting activity polypeptide 2
Ruanine nucleotide binding protein (G protein), gamma 10

LAG2

1, soluble (asp 1) I
transaminase 1, soluble
elucose phosphate isomerase
ADRBK;adrenergic, beta, receptor kinase 1
GPRK2LG protein-coupled receptor kinase 2-like (Drosophila)
GrpE-like 1, mitochondrial (€. coli)
HESP.CTLA3;zranayme A (granzvme 1, cvtotoxic T-lymphocyte-associated serine esterase 3)
CTLALCSPB; (granzyme 2, cytotoxic T i
CTSGL2:granayme H (cathepsin G-like 2, protein h-CCPX)
granzyme K (serine protease, granzvme 3; tryptase Il granzyme K (granzyme 3; tryptase )
aranzyme M (lymphocyte met-ase 1)
PTPLAD;

tyrosine like A domai 2
hydroxyacyl-Coenzyme A ketoacyl-Coenzyme A oenzyme A
hydratase protein), beta subunit, CoA oA

thiolase/enoyl-CoA hydratase (trifunctional protein), beta subunit

HDACTAhistone deacetylase 7A
HDACLLWT: d like 1,

Rlutaminase 2
glutamate dehydrogenase 2
G protein subunit alpha i2

G protein subunit gamma 10
granulysin

glutamic-oxaloacetic transaminase 1

Rlucose-6-phosphate isomerase
G protein-coupled receptor kinase 2
G protein-coupled receptor kinase 4
GroE like 1, mitochondrial
Rranzyme A

granzyme B

granzyme H

granzyme K

granzyme M

3-hydroxyacyl-CoA dehydratase 4

hydroxyacyl-CoA dehydrogenase trifunctional multienzyme complex subunit beta
hepatitis A virus cellular receptor 2

histone deacetylase 7

Xelinked mental retard: o

hypoxia inducible factor 1, alpha subunit (basic helix-loop-helix transcription factor)

hexokinase 3 (white cell)
HLA-DQA

HLA-DRAL

HLA-DR1B

3-hydroxy-3-methylglutaryl-Coenzyme A reductase
HSD11B,HSD1 (11-beta) 1

HSPAIB;heat shock 70kDa protein 98 (mortalin-2),heat shock 70kDa protein 9 (mortalin)
heat shock 10kD protein 1 (chaperonin 10),heat shock 10kDa protein 1

inducible T-cell costimulator
ICOSLinducible T-cell costimulator ligand

inhibitor of differentiation 2,inhibitor of DNA binding 2, dominant negative helix-loop-helix protein

isocitrate dehydrogenase 3 (NAD#) alpha
1DOINDO;indoleamine-pyrrole 2,3 dioxvgenase
INDOL1;indoleamine-pyrrole 2,3 dioxygenase-like 1
interferon gamma inducible protein 30
interferon-induced protein 35

G1P3;interferon, alpha-inducible protein (clone IFI-6-16)

G10P1L,IFIS6IFNAIL] vinduced protein with repeats 1
IFI54,G10P2; duced protein with repeats 2
protein with repeats 4 protein with

tetratricopeptide repeats 3
interferon induced transmembrane protein 3 (1-8U)

IFNAR;interferon (alpha, beta and omega) receptor 1
IFNB;interferon, beta 1, fibroblast

IFNGR

IFNGT1interferon gamma receptor 2 (interferon gamma transducer 1)

insulin-like growth factor 1 receptor

inhibitor of kappa light polvpeptide gene enhancer in B-cells, kinase epsilon
ZNFN1A2;zinc finger protein, subfamily 1A, 2 (Helios),IKAROS family zinc finger 2 (Helios)
ZNFN1Ad;zinc finger protein, subfamily 1A, 4 (Eos) IAROS family zinc finger 4 (Eos)

IL10R;interleukin 10 receptor, alpha

NKSF1interleukin 12A (natural kiler cell stimulatory factor 1, cytotoxic lymphocyte maturation
factor 1.035)

NKSF2;interleukin 128 (natural Killer cell stimulatory factor 2, cytotoxic lymphocyte maturation
factor 2. p40)

IL12RB;interleukin 12 receptor, beta 1

interleukin 12 receptor, beta 2

interleukin 16 (lvmphocyte chemoattractant factor)
CTLAB,IL17;interleukin 17 (cytotoxic T-lymphocyte-associated serine esterase 8)

interleukin 18 (interferon-gamma-inducing factor)

15}

interleukin 1 family, member 10 (theta)
IL1R IL1RAjinterleukin 1 receptor, type |

interleukin 23, alpha subunit p19

sT16
IL17Esinterleukin 17€

IL30;interleukin 30
IL2R,IDDM10;insulin-dependent diabetes mellitus 10,interleukin 2 receptor, alpha
IL15RB;interleukin 15 receptor, beta,interleukin 2 receptor, beta

SCIDXL,IMD4,CIDX; combined X
linked,interleukin 2 receptor, gamma

interleukin 3 (colony-stimulating factor, multiple)

Corf26;chromosome 9 open reading frame 26 (NF-HEV)
IL1F6;interleukin 1 family, member 6 (epsilon)
IL1F8;interleukin 1 family, member 8 (eta)
IL1Fg;interleukin 1 family, member 9

IL1FS;interleukin 1 family, member 5 (delta)
IL1F7interleukin 1 family, member 7 (zeta)

interleukin 3 receptor, alpha (low affinity)

interleukin 5 (colony-stimulating factor, eosinophil)
IFNB;interleukin 6 (interferon, beta 2)

interleukin 6 signal transducer (gp130, oncostatin M receptor)

MuM1
VWS,LPS;Van der Woude syndrome

ICSBPLiinterferon consensus seauence binding protein 1

1SGF3G;interferon-stimulated transcription factor 3, gamma (48kD),interferon-stimulated
transcrintion factor 3. zamma 48kDa

G1P2interferon, alpha-inducible protein (clone IFI-15K)

histidine decarboxylase

hvpoxia inducible factor 1 subunit alpha

hexokinase 2

hexokinase 3

maior histocompatibility complex, class Il, DQ alpha 1
maior histocompatibility complex, class Il, DR alpha
maior histocompatibility complex, class Il, DR beta 1
maior histocompatibility complex, class |, E
3-hydroxy-3-methylglutaryl-CoA reductase
hvdroxysteroid 11-beta dehvdrogenase 1

heat shock protein family A (Hsp70) member 9

heat shock protein family E (Hsp10) member 1
intercellular adhesion molecule 1

inducible T cell costimulator

inducible T cell costimulator ligand

inhibitor of DNA binding 2

isocitrate dehydrogenase 3 (NAD(+) alpha

indoleamine 2,3-dioxvenase 1

indoleamine 2,3-dioxygenase 2

IFI30, Iysosomal thiol reductase

interferon induced protein 35

interferon alpha inducible protein 6

interferon induced protein with tetratricopeptide repeats 1
interferon induced protein with tetratricopeptide repeats 2

interferon induced protein with tetratricopeptide repeats 3

interferon induced transmembrane protein 3
interferon alpha 1

interferon alpha and beta receptor subunit 1
interferon beta 1

interferon gamma

interferon gamma receptor 1

interferon gamma receptor 2

insulin like growth factor 1 receptor
inhibitor of nuclear factor kappa B kinase subunit epsilon
IKAROS family zinc finger 2

IKAROS family zinc finger 4

interleukin 10

interleukin 10 receptor subunit alpha
interleukin 11

interleukin 12A

interleukin 128

interleukin 12 receptor subunit beta 1
interleukin 12 receptor subunit beta 2
interleukin 13

interleukin 15

interleukin 16

interleukin 17A

interleukin 17C

interleukin 17

interleukin 18

interleukin 18 binding protein
interleukin 19,

interleukin 1 alpha

interleukin 1 beta

interleukin 1 family member 10
interleukin 1 receptor type 1
interleukin 1 receptor antagonist
interleukin 2

interleukin 20

interleukin 21

interleukin 21 receptor

interleukin 22

interleukin 23 subunit alpha
interleukin 23 receptor

interleukin 24

interleukin 25

interleukin 26

interleukin 27

interleukin 2 receptor subunit alpha
interleukin 2 receptor subunit beta

interleukin 2 receptor subunit gamma

interleukin 3
interleukin 31

interleukin 32

interleukin 33

interleukin 36 alpha

interleukin 36 beta

interleukin 36 gamma

interleukin 36 receptor antagonist
interleukin 37

interleukin 3 receptor subunit alpha
interleukin 4

interleukin 4 receptor

interleukin 5

interleukin 6

interleukin 6 receptor

interleukin 6 signal transducer
interleukin 7

interleukin 7 receptor

interleukin 9

interferon regulatory factor 1
interferon regulatory factor 3
interferon regulatory factor 4
interferon regulatory factor 5
interferon regulatory factor 6
interferon regulatory factor 7
interferon regulatory factor 8

interferon regulatory factor 9

15615 ubiquitin-like modifier

CR3A,CD11B;integrin, alpha M (complement component receptor 3, alpha; also known as CD11b
(p170), hage antigen alpha polypeptide), ha M 3
receptor 3 subunit)
CD18,MFIZ;integrin, beta 2 (antigen CD18 (p95), lymphocyte function-associated antigen 1;
tigen 1 (mac-1) beta subunit),integrin, beta 2 component 3 receptor 3
and 4 subunit)
Alagille svndrome

v-jun avian sarcoma virus 17 oncogene homolog,iun oncogene

Kkiller cell immunoglobulin-like receptor, three domains, long cytoplasmic tail, 1
NKRikiller cell lectin-like receptor subfamily B, member 1

Kkiller cell lectin-like receptor subfamily C, member 2

CD94killer cell lectin-like receptor subfamily D, member 1

Kkiller cell lectin-like receptor subfamily F, member 1

Killer cell lectin-like receptor subfamily G, member 1

alpha M

integrin subunit beta 2

iagzed 1

Janus kinase 1

Janus kinase 2.

Jun proto-oncogene, AP-1 transcription factor subunit
Jun proto-oncogene, AP-1 transcription factor subunit
Kkiller cell immunoglobulin like receptor, three Iz domains and long cytoplasmic tail 1
Kkiller cell lectin like receptor B1

Kkiller cell lectin like receptor C2

Killer cell lectin like receptor D1

Kkiller cell lectin like receptor F1

Killer cell lectin like receptor G1

HLA-DRB3 (NM 022555)

LOC102723396 (NM 001363770)

FCMR (NM 001142473;NM 001193338;NM 005449)

KIR20S5 (NM 014513), KIR2DL1 (NM 014218)



MFN2
MID1IP1
MIF
MINOS1
MKis7

MTHFD1
MTHFDIL

MTHFD2

MTHFR
MTHFS

MTOR

NDUFAL
NDUFA2
NDUFA4
NDUFA6
NDUFAB1

NDUFB9

NFATCL

NFATC2IP

NOTCH1
NOTCH2

NPRL3

NR3CL
NRF1

NM_007360.1

NM_004059.4
NM 0022865
NM 0022873
NM 0055613
NM_002294.2

NM_003954.1
NM 145333.1
NM 0029693
NM 001040056.1
NM 0023823
NM 0145073
NM_199072.4
NM 0059183
NM 0148743
NM 0212424
NM_002415.1
NR 033757.2
NM 0024172

NM_004530.2

NM 1528662

NM_000139.3

NM_024021.2
NM 0059533
NM_001018025.3

NM_005956.2
NM_001242767.1

NM_006636.3

NM_005957.4
NM 0064412

NM_004958.3

NM_002462.2
NM 0024673
NM 0060973

NM_0161003
NM 1827442
NM 000615.5
NM 0148653
NM 0177605

NM_0153413
NM 004829.5
NM 0048283
NM 1471302

NM_0045413
NM_001185012.1
NM_002489.2
NM_002490.3
NM_005003.2

NM_005005.2
NM_006156.2
NM 0024973
NM 1732141

NM_172389.1

NM_032815.3
NM 0053842
NM_002502.2
NM 020529.1
NM_005601.3
NM 0002692
NM_001018137.2
NM 0210793
NM_001293557.1

NM_0176173
NM 0244083

NM_001039476.2

NM_001018077.1
NM 001040110.1
NM 0061773
NM 0073311
NM_002526.2

NM_001618.3
NM 0002823
NM 004563.2
NM 0050182
NM 0252393
NM 0062063
NM 0002843
NM 0026103
NM 005391.1
NM_006474.4

NM_000291.2

D1252489E;DNA segment on chromosome 12 (unique) 2489 expressed sequence killer cell lectin-like
recestor subfamily K. member 1

ccaL lugate-beta Iyase; cytoplasmic (g K, kyneurenine
aminotransferase).csteine coniugate beta Ivase 1

Ivmphocyte-activation ene 3

1leul iated in-like receptor 1
Ivsosomal-associated membrane protein 1

Iysosomal-associated membrane protein 2

Cl1orf59:chromosome 11 open reading frame 59

Ivmphocyte-specific protein tyrosine kinase

Iymphoid enhancer-binding factor 1

LEFTB;left-right determination, factor B

leukemia inhibitory factor

leukocyte immunoglobulin-like receptor, subfamily A (with TM domain), member 1

LILRB7;leukocyte immunoglobulin-like receptor, subfamily A (with TM domain), member 5

leukocyte immunoglobulin-like receptor, subfamily B (with TM and ITIM domains), member 2

leukocyte immunoglobulin-like receptor, subfamily B (with TM and ITIM domains), member 3

leukocyte immunoglobulin-like receptor, subfamily B (with TM and ITIM domains), member 4
Xligand of numb- X1, E3 ubiauitin protein ligase

P2RYS;purinerzic receptor P2Y, G-protein coupled, 5

TNFB;lymphotoxin alpha (TNF superfamily, member 1)

TNFC

v-maf avian musculoaponeurotic fibrosarcoma oncogene homolog
melanoma antigen family D1

mastermind (Drosophila)-like 2,mastermind-ike 2 (Drosophila)

TNRC: repeat containing 3, d-like 3 (Drosophila)

PRKMK2
PRKMK?

TAKL
SAPK3.

PRKM3

MAX protein

malonyl CoA:ACP acyltransferase (mitochondrial)

malate dehydrogenase 2, NAD (mitochondrial)

MID1 interacting protein 1 (astrulation specific G12-like (zebrafish))
GLIF;macrophage migration inhibitory factor (glycosylation-inhibiting factor)
Clorf151;chromosome 1 open reading frame 151

antigen identified by monoclonal antibody Ki-67

CLG4,CLGAA;matrix metalloproteinase 2 (gelatinase A, 72kDa gelatinase, 72kDa type IV collagenase)

CLGaB;matrix metalloproteinase 9 (gelatinase B, 92kDa gelatinase, 92kDa tvpe IV collagenase)
BRP44;brain protein 44

Kkiller cell lectin like receptor K1

kynurenine aminotransferase 1

Ivmphocyte activating 3

leukocyte associated immunoglobulin like receptor 1
Ivsosomal associated membrane protein 1
Iysosomal associated membrane protein 2

late endosomal/lysosomal adaptor, MAPK and MTOR activator 1
linker for activation of T cells

LCK proto-oncogene, Src family tyrosine kinase
lactate dehydrogenase A

lactate dehvdrogenase C

Iymphoid enhancer binding factor 1

left-right determination factor 1

UF, interleukin 6 family cytokine.

leukocyte immunoglobulin like receptor AL
leukocyte immunoglobulin like receptor AS
leukocyte immunoglobulin like receptor B2
leukocyte immunoglobulin like receptor B3
leukocyte immunoglobulin like receptor B4
ligand of numb-protein X 1

Ivsophosphatidic acid receptor 6

Iymphotoxin alpha

Ivmphotoxin beta

MAF bzZIP transcription factor

MAGE family member D1

mastermind like transcriptional coactivator 2
mastermind like transcriptional coactivator 3
mitogen-activated protein kinase kinase 2
mitogen-activated protein kinase kinase 7
mitogen-activated protein kinase kinase kinase 14
mitogen-activated protein kinase kinase kinase 7
mitogen-activated protein kinase 12
mitogen-activated protein kinase 3

MYC associated factor X

malonyl-CoA-acyl carrier protein transacylase
MyoD family inhibitor domain containing.

malate dehvdrogenase 2

mitofusin 2

MID1 interacting protein 1

macrophage migration inhibitory factor
‘mitochondrial inner membrane organizing svstem 1
marker of proliferation Ki-67

matrix metallopeptidase 2

matrix metallopeptidase 9
mitochondrial pyruvate carrier 2
maior histocompatibility complex, class -related

HLALS;maior complex, class

CD20;membrane-spanning 4-domains, subfamily A, member 1 membrane spanning 4-domains A1
FCER1B,IGER APY; gE (atopic)membr ing 4-domains, subfamily A, member 2

(Fc fragment of IgE, high affinity I, receptor for; beta polypeptide),membrane-sp: 4-domains, 4-d 2

subfamily A, member 2

panning 4-d bfamily A, member 4 panning 4-domains,
subfamily A, member 4A

mature T-cell proliferation 1
M

membrane spanning 4-domains A4A

metallothionein 2A
mature T cell proliferation 1

pe i,

FTHFSDC1formyltetrahydrofolate synthetase domain containing 1 1like
dependent) 2,

B reductase (NADPH), reductase (NAD(P)H) reductase

5. svnthetase ( cvelo-ligase) methenyltetrahydrofolate synthetase

FRAP,FRAP2,FRAPL;FK506 binding protein 12-rapamycin associated protein 1,mechanistic target of
rapamycin (serine/threonine kinasel,mechanistic target of rapamvcin

myxovirus (influenza) resistance 1, homolog of murine (interferon-inducible protein p78),myxovirus
(influenza virus) resistance 1. interferon-inducible orotein 78 (mouse)

v-myc avian myelocytomatosis viral oncogene homolog

myosin, light polvoeptide 9, regulatory.mvosin, lizht chain 9, regulatory.

mechanistic target of rapamycin kinase

MX dynamin like GTPase 1

MYC proto-oncogene, bHLH transcription factor
myosin light chain 9

i 5, ARDI subunit 1,5. cerevisiae, homolog)N-
acetyltransferase 5 (ARD1 homolog, S. cerevisiae), 5) 5 (GCNS- N(alp! 20, NatB catalytic subunit
related. outative)
suppression of tumorigenicity 1 1, DAN family BMP antagonist NBLL, DAN family BMP antagonist

non-SMC condensin | complex, subunit D2
LUZPS:leucine zipper protein 5.non-SMC condensin If complex. subunit G2

(Drosophila) homolog,barren homolog (Drosophila),barren homolog 1
(Drosophila).non-SMC condensin | complex, subunit H
LY9a;lymphocyte antigen 94 (mouse) homolog (activating NK-receptor: NK-046)
LY95;lymphocyte antigen 95 (activating NK-receptor; NK-pa4)
LY117:Ivmohocyte antigen 117
NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 1 (7.5kD, MWFE),NADH dehydrogenase
(ubiauinone) 1 aloha subcomplex, 1, 7.5kDa
NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 2 (8kD, B8),NADH dehydrogenase
(ubiauinone) 1 aloha subcomplex. 2. 8kDa
NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4 (9kD, MLRQ),NADH dehydrogenase
(ubiauinone) 1 alpha subcomplex, 4, 9kDa
NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 6 (14kD, B14),NADH dehydrogenase
(ubiauinone) 1 aloha subcomplex. 6. 14kDa
NADH dehydrogenase (ubiquinone) 1, alpha/beta subcomplex, 1 (8D, SDAP),NADH dehydrogenase
(ubiauinone) 1, alpha/beta subcomplex, 1, 8kDa
NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 9 (22kD, B22),NADH dehydrogenase
(ubiauinone) 1 beta subcomolex. 9. 22kDa

NIMA (never in mitosis gene al-related kinase 2
nuclear factor of activated T-cells 5, tonicity-responsive,nuclear factor of activated T-cells 5

nuclear factor of activated T-cells, cytoplasmic, calcineurin-dependent 1,nuclear factor of activated T-
cells 1

nuclear factor of activated T-cells, cytoplasmic, calci dependent 2 interacting prots 1
factor of activated T-cells 2 interacting protein
1L38P1
nuclear factor of kappa light polypeptide gene enhancer in B-cells 2 (p49/p100)
factor of kappa light in B-cells inhibitor, alpha

natural killer cell group 7 sequence
non-metastatic cells 1, protein (NM23A) expressed in
non-metastatic cells 2, protein (NM238) expressed in

1BD1,CARD15;caspase recruitment domain familv, member 15

TANL;Notch (Drosophila) homolog 1 ), Notch homolog 1,

associated (Drosophila)

Notch (Drosophila) homolog 2,Notch homolog 2 (Drosophila)

C160rf35;chromosome 16 open reading frame 35,nitrogen permease regulator-like 3 (5.
cerevisiae).NPR3-like. GATOR1 complex subunit

GRLnuclear receptor subfamily 3, group C, member 1,nuclear receptor subfamily 3, group C, member
1 (Rlucocorticoid receptor)

WHSC1:Wolf-Hirschhorn syndrome candidate 1

NTS;5' nucleotidase (CD73),5'nucleotidase, ecto (CD73)

OIAS;2' 5™-oligoadenvlate synthetase 1 (40-46 kD), 2"-5"oligoadenvlate synthetase 1, 40/46kDa
5 2(69-71 kD), 25" hetase 2, 69/71kDa

oligoadenylate synthetase 3 (100 kD).2'-5"-oligoadenvlate synthetase 3, 100kDa

“oligoadenylate synthetase-like

OMAL zinc metallopeptidase homolog (5. cerevisiae)
optic atrophy 1 (autosomal dominant)

PPOLADPRTADP-ribosyltransferase (NAD+; poly (ADP-ribose) polymerase),poly (ADP-ribose)
oolvmerase family. member 1
propionyl Coenzyme A carboxylase, alpha polypeptide

2
SLEB2;systemic lupus erythematosus susceptibility 2

platelet-derived growth factor receptor, alpha polypeptide

PDHA;pyruvate dehydrogenase (lipoamide) alpha 1.oyruvate dehvdrogenase alpha 1
pyruvate dehydrogenase kinase, isoenzyme 1,pyruvate dehydrogenase kinase, isozvme 1

ovruvate dehvdrogenase kinase, isoenzvme 3,pyruvate dehvdrogenase kinase, isozvme 3

platelet/endothelial cell adhesion molecule 1

PGAMA;phosphoglycerate mutase 1 (brain)

neural cell adhesion molecule 1
non-SMC condensin | complex subunit D2
non-SMC condensin Il complex subunit G2

non-SMC condensin | complex subunit H

natural cytotoxicity triggering receptor 1
natural cytotoxicity triggering receptor 2
natural cytotoxicity triggering receptor 3

NADH:ubiquinone oxidoreductase subunit A1
NADH:ubiquinone oxidoreductase subunit A2
NDUFAA, mitochondrial complex associated
NADH:ubigquinone oxidoreductase subunit A6
NADH:ubiquinone oxidoreductase subunit AB1

NADH:ubiquinone oxidoreductase subunit 89
neural precursor cell expressed, developmentally down-regulated 8
NIMA related kinase 2

nuclear factor of activated T cells 5

nuclear factor of activated T cells 1

nuclear factor of activated T cells 2 interacting protein

nuclear factor, interleukin 3 regulated

nuclear factor kappa B subunit 2

NFKB inhibitor alpha

natural killer cell granule protein 7

NME/NM23 nucleoside diphosphate kinase 1
NME/NM23 nucleoside diphosphate kinase 2
N-myristovitransferase 1

nucleotide binding oligomerization domain containing 2

notch 1
notch 2

NPR3 like, GATOR1 complex subunit

nuclear receptor subfamily 3 group C member 1

nuclear respiratory factor 1

neural retina leucine zipper

nuclear receptor binding SET domain protein 2
5"nucleotidase ecto

2"5'-oligoadenylate synthetase 1
25'oligoadenylate synthetase 2
2"-5'oligoadenylate synthetase 3
2-5'oligoadenylate synthetase like
ornithine aminotransferase

OMAT zinc metallopeptidase

OPAL, mitochondrial dynamin like GTPase
3-0x0acyl-ACP synthase, mitochondrial

poly(ADP-ribose) polymerase 1

propionyl-CoA carboxylase subunit alpha
2,

programmed cell death 1

orogrammed cell death 1 ligand 2

platelet derived growth factor receptor alpha
ovruvate dehvdrogenase E1 alpha 1 subunit
pyruvate dehydrogenase kinase 1

ovruvate dehvdrogenase kinase 3

podoplanin

platelet and endothelial cell adhesion molecule 1

shosphofructokinase, liver type
phosphofructokinase, platelet
ohosphoglycerate mutase 1
phosphoglycerate kinase 1

sub-maximal isoform coverage due to non-overlapping transcripts

PGAMA (NM 001029891)



PHGDH

PIDDL
PIK3C3
PIK3R1
PIK3R2
PIK3R3

PLA2G4B
PLCB2
pLCB3
PLCG1
PNOC
PPARA

PPARD
PPARGCIA
PPAT

PPIA
PPP2RSD.

PTGER2
PTGERG

SDHB.

SEC228
SELL
SELPLG
SERINCI
SERING3
SERINCA

SERPINBY.

SLAMF7
SLC25A20
sLc25A6
sLC27A3

sLc2A1
sLc2A11
sLc2a2

sLc3A2
SLC7AS.

SMAD2
SMAD3.

SMADS
SMARCA4

NM 006623.2

NM_145886.2
NM 0026472
NM_181504.2
NM 005027.2
NM_003629.3
NM 1824711
NM_001114633.1
NM 0045732
NM 0009322
NM 0026602
NM_002675.3
NM 001284244.1

NM_001001928.2

NM_006238.4

NM_0132613
NM 0027033

NM_0211303
NM_006245.2

NM_000944.4
NM 001204103.1
NM 1829071
NM 0050413
NM 0061503
NM 0053993
NM 2125351

NM_004778.1

NM_000956.2
NM 0009582
NM 0009622
NM_000963.1
NM 0041033
NM 0028315
NM 0809212
NM_006907.2
NM 0133282
NM 0230782
NM 0028724
NM 0036103
NM 0005363
NM 0306653
NM 0009653
NM_000966.3
NM 0142482
NM 1720372
NM 0209053
NM 0029053

NM_021975.3
NM 1736423
NM 0211333
NM 1342612

NM 005063.4

NM_003000.2

NM_004892.5
NR 029467.1
NM_003006.3
NM 0207552
NM_006811.2
NM 0012580311

NM_004155.3

NM_0132573
NM 15252455
NM 0023514
NM_003023.4
NM 148918.1
NM_001166356.1
NM 0038303
NM 1733542
NM 1706792
NM_001184714.1
NM 0211814
NM_000387.5

NM_001636.3
NM_024330.1

NM_006516.2
NM 030807.4
NM 0003401

NM_001012662.2
NM 0034865

NM_005901.5
NM_0059023

NM_005903.5
NM_001128849.1

NM_001042551.1
NM_181349.1
NM 0038773
NM 1994211
NM 0140114
NM_006939.2
NM 0031133
NM 0031213
NM 0054173
NM_021947.1
NR 037774.1

NM_139266.1

NM_005419.3
NM 0031503
NM 0031512
NM 0031522
NM 0124483
NM 0031533
NM 000455.4
NM 0047832
NM 013351.1
NM 2016332
NR 049726.1

LRDD,PIDD;leucine-rich repeats and death domain containing,p53-induced death domain protein

ohosphoglycerate dehvdrogenase

p53-induced death domain protein 1

ki , class 3,
phosphoinositide-3-kinase, regulatory subunit 1 (alpha)
phosphoinositide-3-kinase, regulatory subunit 2 (beta)
phosphoinositide-3-kinase, regulatory subunit 3 (gamma)

PKM2;pyruvate kinase, muscle
phospholipase A2, group IVB (cytosolic)
phospholipase C, beta 2
. beta 3 idylinosi ifi
PLC1:phospholipase C, gamma 1 (formerly subtvpe 148),phospholipase C, gamma 1

3-kinase, tvpe 3

PPAR;peroxisome proliferative activated receptor, alpha,peroxisome proliferator-activated receptor
alpha

peroxisome proliferative activated receptor, delta,peroxisome proliferator-activated receptor delta
PPARGCL;peroxisome proliferative activated recept coactivator 1 P
activated receptor, gamma, coactivator 1, alpha,peroxisome proliferator-activated receptor gamma,
coactivator 1 aloha

protein phosphatase 2, regulatory subunit B (BS6), delta isoform

CALN,CALNA;protein phosphatase 3 (formerly 28), catalytic subunit, alpha isoform (calcineurin A
alphal,protein phosphatase 3 (formerly 28), catalytic subunit, alpha isoform,protein phosphatase 3,
catalvtic subunit, alpha isozvme

BLIMPL;PR domain containing 1, with ZNF domain,PR domain 1
perforin 1 (pore forming protein)

LMOB;LIM domain only 6,prickle homolog 3 (Drosophila)

protein kinase, AMP-activated, beta 2 non-catalytic subunit
PRKCB2,PKCB,PRKCBL;protein kinase C, beta 1,protein kinase C, beta
orotein kinase C, delta

protein C receptor, endothelial

proteasome (prosome, macropain) subunit, alpha type, 2
proteasome (prosome, macropain) subunit, alpha tvoe, 3
proteasome (prosome, macropain) subunit, alpha type, 6
MECL1;proteasome (prosome, macropain) subunit, beta type, 10

GPRA4;G protein-coupled receptor 44
prostaglandin E receptor 2 (subtype EP2), 53kD,prostaglandin E receptor 2 (subtype EP2), 53kDa

prostaglandin E receptor 4 (subtype EP4)

subunit type 3

phosphoinositide-3-kinase regulatory subunit 1
ohosphoinositide-3-kinase regulatory subunit 2
phosphoinositide-3-kinase regulatory subunit 3

ovruvate kinase M1/2
phospholipase A2 group IVB
ohospholipase C beta 2
phospholipase C beta 3
phospholipase C gamma 1
promyelocytic leukemia
prepronociceptin

peroxisome proliferator activated receptor alpha

peroxisome proliferator activated receptor delta

PPARG coactivator 1 alpha

phosphoribosyl pyrophosphate amidotransferase
peptidylprolyl isomerase A

protein phosphatase 2 regulatory subunit Bdelta
protein phosphatase 3 catalytic subunit alpha

palmitoyl-protein thioesterase 2
PR/SET domain 1

perforin 1

prickle planar cell polarity protein 3

protein kinase AMP-activated non-catalytic subunit beta 2
protein kinase C beta

orotein kinase C delta

protein C receptor

phosphoserine aminotransferase 1

proteasome subunit alpha 2

proteasome subunit aloha 3

proteasome subunit alpha 6

proteasome subunit beta 10

phosphoserine phosphatase

pentatricopeptide repeat domain 1

prostaglandin D2 receptor 2

prostaglandin E receptor 2

prostaglandin E receptor 4

svnthase 1 G/H synthase and

G/H synthase

svnthase 1

FAK2IFAK2
as

ovrroline-S-carboxylate reductase family member 2
PYCRLpyrroline-5-carboxylate reductase-like

ras-related C3 botulinum toxin substrate 2 (rho family, small GTP binding protein Rac2)
RAEL (RNA export 1, S.pombe) homolog,RAEL RNA export 1 homolog (5. pombe)
recombination activating gene 2

SMCR;Smith-Magenis syndrome chromosome region

retinoic acid receptor, beta

retinoic acid receptor, gamma

retinol dehydrogenase 10 (all-trans)
retinol dehydrogenase 14 (all-trans and 9-cis).retinol dehvdrogenase 14 (all-trans/9-cis/11-cis)
RDHLiretinol dehydrogenase 5 (11-cis/9-cis)

;i factor of kappa light polypept
reticuloendotheliosis viral oncogene homolog A
FAMBOA;family with sequence similarity 80, member A
RNS4,PRCAL:prostate cancer Lribonuclease L (2'5" hetase-depend
RAR-related orphan receptor A
RAR-related orphan receptor C

in B-cells 3,v-rel avian

regulatory associated protein of MTOR, complex 1

CBFA3;runt-related transcription factor 3

5100 calcium-binding protein A12 (calgranulin C)

SCDOS:stearovl-CoA desaturase opposite strand,stearoyl-CoA desaturase (delta-9-d
SDH1,5DH;succinate dehydrogenase complex, subunit B, iron sulfur (Ip),succir enase

orotein tyrosine kinase 2 beta
protein tyrosine phosphatase, non-receptor type 6
orotein tyrosine phosphatase, receptor type C
pyrroline-5-carboxylate reductase 1
ovrroline-5-carboxylate reductase 2
pyrroline-5-carboxylate reductase 3

Rac family small GTPase 2

ribonucleic acid export 1

recombination activating 2

retinoic acid induced 1

retinoic acid receptor beta

retinoic acid receptor gamma

ring-box 1

retinol dehydrogenase 10

retinol dehydrogenase 14

retinol dehydrogenase 5

RELA proto-oncogene, NF-kB subunit

ribosomal modification protein rimK like family member A
ribonuclease L

RAR related orphan receptor A

RAR related orphan receptor C

ribosomal protein L23

ribosomal protein L3

regulatory associated protein of MTOR complex 1

runt related transcription factor 3

5100 calcium binding protein A12

stearoyl-CoA desaturase

complex subunit 8, iron sulfur (1o)
SEC2211;SEC22, vesicle trafficking protein (. cerevisiae)-like 1,SEC22 vesicle trafficking protein-like 1
(5. cerevisiae) SEC22 vesicle trafficking protein homolog B (. cerevisiae),SEC22 vesicle trafficking
orotein homolog B (S. cerevisiae) (gene/oseudogene)

LYAM1.INHR:lvmphocvte adhesion molecule 1

TDE2;tumor differentially expressed 2
TDEL;tumor differentially expressed 1

PIg;serine (or cysteine) proteinase inhibitor, clade B (ovalbumin), member 9,serpin peptidase
inhibitor, clade B (ovalbumin), member 9

regulated kinase-lik regulated kinase family,

member 3
5GOL2;shugoshin-like 2 (5. pombe)
IMDS,LYP;lymphoproliferative syndrome,SH2 domain protein 1A
Cherubism

serine hydroxymethyitransferase 1 (soluble)

SHMT;serine hydroxymethyltransferase 2 (mitochondrial)
CD3312;sialic acid binding le-like lectin 5

SNFLLK;SNF1-like kinase

SKP1A;S-phase kinase-associated protein 1A (p19A)

CACT;solute carrier family 25 (carnitine/acylcarnitine translocase), member 20

iron B

SEC22 homolog B, vesicle trafficking protein (gene/pseudogene)

selectin L
selectin P ligand

serine incorporator 1
serine incorporator 3
serine incorporator 4

serpin family B member 9

serum/glucocorticoid regulated kinase family member 3

shugoshin 2
SH2 domain containing 1A

SH3 domain binding protein 2
serine hydroxymethyltransferase 1
serine hydroxymethyltransferase 2
sialic acid binding Ie like lectin 5
salt inducible kinase 1

S-phase kinase associated protein 1
SLAM family member 6

SLAM family member 7

solute carrier family 25 member 20

isolute family 25 carrier; adenine nucleotid , member 6

solute carrier family 27 (fatty acid transporter), member 3

‘GLUT1,GLUT,HTLVR,CSE;human T-cell leukemia virus (1 and ) receptor,choreoathetosis/spasticity,
episodic (paroxysmal choreoathetosis/spasticity),solute carrier family 2 (facilitated glucose
transporter), member 1

solute carrier family 2 (facilitated glucose transporter), member 11

GLUT2;solute carrier family 2 (facilitated glucose transporter), member 2

MDU1;solute carrier family 3 (activators of dibasic and neutral amino acid transport), member
2.solute carrier family 3 (amino acid transoorter heavy chain). member 2

solute carrier family 7 (amino acid transporter light chain, L svstem), member 5

;MAD, mothers against homolog 2 (Drosophila), SMAD, mothers against DPP.
homolog 2 (Drosovhila)
), mothe t homolog 3 (Dr hila), SMAD, mothe inst DPP.
homolog 3 (Drosophila)
;MAD, mothers against homolog 5 (Drosophila), SMAD, mothers against DPP.

homolog 5 (Drosophila)

SNF2L4

SMC2L1;5MC2 (structural maintenance of chromosomes 2, yeast)-like 1,SMC2 structural maintenance
of chromosomes 2-like 1 (veast)

50CS7;suppressor of cytokine signaling 7

son of sevenless (Drosophilia) homolog 2,s0n of sevenless h 2 (Drosophila)
nuclear antigen $p100
Spi-B transcription factor (Spi-1/PU.1 related)

SRCLiv-src avian sarcoma (Schmidt-Ruppin A-2) viral oncogene homolog

signal transducing adaptor molecule (SH3 domain and ITAM motif) 1
signal transducer and activator of transcription 1, 91kD,signal transducer and activator of
transcription 1, 91kDa

signal transducer and activator of transcription 2, 113kD,signal transducer and activator of
transcrintion 2. 113kDa

signal transducer and activator of transcription 3 (acute-phase response factor)

STATS
signal transducer and activator of transcription 6, interleukin-4 induced

serine/threonine kinase 11 (Peutz-Jeghers syndrome)

transcription factor 7 (T-cell specific, HMG-box)
T-cell leukemia/lymphoma 1A

family 25 member 6
solute carrier family 27 member 3
solute carrier family 2 member 1
solute carrier family 2 member 11
solute carrier family 2 member 2
solute carrier family 3 member 2
solute carrier family 7 member 5

SMAD family member 2
SMAD family member 3

SMAD family member 5

SWI/SNF related, matr iated, actin dependent regulator of chromatin, subfamily a, member 4

structural maintenance of chromosomes 2

SMAD specific E3 ubiquitin protein ligase 1
suppressor of cytokine signaling 2
suppressor of cytokine signaling 4

suppressor of cytokine signaling 5

505 Ras/Rho guanine nucleotide exchange factor 2.
SP100 nuclear antigen

Spi-B transcription factor

SRC proto-oncogene, non-receptor tyrosine kinase
serine racemase

signal transducing adaptor molecule

signal transducer and activator of transcription 1

signal transducer and activator of transcription 2

signal transducer and activator of transcription 3
signal transducer and activator of transcription 4
signal transducer and activator of transcription SA
signal transducer and activator of transcription 5B
signal transducer and activator of transcription 6
serine/threonine kinase 11

TAO kinase 2

T-box 21

transcription factor 7

T cell leukemia/lymphoma 1A

sub-maximal isoform coverage due to non-overlapping transcripts

PPIALAA (NM_001143883), PPIALAC (NM_001135789), PPIALAE (NM_001144032), PPIALAD

(NM 001164261, PPIAL4G (NM 001123068)

SIK1B (NM 001320643)



TGFBRL

TGFBR2
TaIF2
Ticam1
TG
TIMM17A
TIMM23

TNFRSF108

TNFRSF11A
TNFRSF17
TNFRSF18
TNFRSF4
TNFRSF9
TNFSF138
TNFSF9.
ToLuP.
TOMM6
Tox

™53

R
TPSAB1/B2
TRAC
TRAF3
TRAFS
TRAFS
TRATL
TRAVI-1
TRAVL2
TRAVIO
TRAVLL
TRAVI2-1
TRAVI22
TRAVI2-3
TRAVI3-1

NM 198253.1
NM_001127208.2
NM 003201.1
NM_022366.2
NM 0071114
NM_003234.1
NM 0006603

KIAA1546;KIAAL546,tet oncogene family member 2
TCF6.TCFL2

transferrin receptor (p90, CD71)
TGFB,DPD1;transforming Rrowth factor, beta 1

MSSE, self-healing theli

NM_004612.2 growth factor beta receptor |

MFS2;transforming growth factor, beta receptor Il (70/80KkDa), growth factor beta

telomerase reverse transcriptase.

tet methylcytosine dioxygenase 2
transcription factor A, mitochondrial
transcription factor B2, mitochondrial
transcription factor Dp-1

transferrin receptor

transforming growth factor beta 1

transforming growth factor beta receptor 1

NM_001024847.1
NM _021809.6
NM 014261.1
NM_173799.2
NM 0063352
NM_006327.2

receptor Il

factor 2 (TALE family homeobox). factor h 2
toll-like receptor adaptor molecule 1
VSIG,VSTM3;VSIGS, VSTM3
translocase of inner mitochondrial membrane 17 homolog A (veast)
translocase of inner mitochondrial membrane 23 homolog (veast)
TIMP,CLGItissue inhibitor of metalloproteinase 1 (erythroid potentiating activity, collagenase
inhibitor)

NM_003254.2
NM_001064.2
NM 0032643
NM_138554.2
NM 0174422
NM_000594.2
NM 0038423

toll-like receptor 2
toll-like receptor 4

toll-like receptor 9

TNFA;tumor necrosis factor (TNF superfamily, member 2)

tumor necrosis factor receptor superfamily, member 10b

PDB2,LOH18CRI;tumor necrosis factor receptor superfamily, member 11a, activator of NFKB,Paget
disease of bone 2,loss of heterozygosity, 18, chromosomal region 1,tumor necrosis factor receptor
superfamily. member 11a. NFKB activator

BCMA;tumor necrosis factor receptor superfamily, member 17

tumor necrosis factor receptor superfamily, member 18

TXGPAL;tumor necrosis factor receptor superfamily, member 4

LAztumor necrosis factor receptor superfamily, member 9

TNFSF20;tumor necrosis factor (ligand) superfamily, member 13b

tumor necrosis factor (ligand) superfamily, member 9

NM_003839.3
NM 0011922
NM 148901.1
NM 0033273
NM 0015614
NM_001145645.2
NM 0038113
NM_019009.2
NM 001134493.1
NM 0147292
NM 0005462
NM_0032022 translocated promoter region (to activated MET oncogene)
NM 0032943 TPSBLTPSLTPS2

ENST00000611116.1

translocase of outer mitochondrial membrane 6 homolog (veast)

‘TNF receptor-associated factor 6, £3 ubiauitin protein ligase
NM 0163882 TCRIM;TCRIM

TCRVA 007.1 TCRAVSS1;TCRAVSS1

TCRVA 015.1
ENST00000466254.1 T cell receptor beta constant 2
ENST00000390364.1
TCRVB_027.1
TCRVB 028.1
TCRVB_029.1
TCRVB 030.1
TCRVB 0311
TCRVB 032.1
TCRVB_034.1
TCRVB 035.1
TCRVB_036.1
TCRVB 037.1
TCRVB_038.1
TCRVB 039.1
TCRVB_040.1
TCRVB 001.1
TCRVB 0411
TCRVB 042.1
TCRVB_043.1
TCRVB 044.1
TCRVB_045.1
TCRVB 046.1
TCRVB_002.1
TCRVB 047.1
TCRVB_003.1
TCRVB 004.1
TCRVB_005.1
TCRVB 006.1
TCRVB_007.1
TCRVB 008.1
TCRVB_009.1
TCRVB 010.1
TCRVB 0111
TCRVB 012.1
TCRVB 013.1
TCRVB 014.1
ENST00000390371.1
TCRVB 016.1
TCRVB_017.1
TCRVB 018.1
TCRVB_019.1
TCRVB 020.1
TCRVB 0211
TCRVB 022.1
TCRVB_023.1

ENST00000390477.1
ENST00000390452.1
ENST00000390469.1
ENST00000535880.1

NM 001242589.1
ENST00000443402.1 TCRGCL:TCRGCL
ENST00000436911.1 TCRGC2TCRGC2
ENST00000426402.1 TCRGV2;TCRGV2
ENST00000330346.1 V1S3;TCRGV3
ENST00000380345.1 TCRGV4;TCRGVA.

growth factor beta receptor 2

TGFB induced factor homeobox 2

toll like receptor adaptor molecule 1

T cell immunoreceptor with Ig and ITIM domains
translocase of inner mitochondrial membrane 17A
translocase of inner mitochondrial membrane 23

TIMP metallopeptidase inhibitor 1

transketolase
toll like receptor 2

toll like receptor 4

toll like receptor 9

tumor necrosis factor

TNF receptor superfamily member 10b,

TNF receptor superfamily member 11a

TNF receptor superfamily member 17
‘TNF receptor superfamily member 18
TNF receptor superfamily member 4
‘TNF receptor superfamily member 9
TNF superfamily member 13b
TNF superfamily member 9

toll interacting protein

translocase of outer mitochondrial membrane 6
thymocyte selection associated high mobility group box
tumor protein pS3

translocated promoter region, nuclear basket protein
tryptase beta 1
T cell receptor alpha constant
TNF receptor associated factor 3
TNF receptor associated factor 5

‘TNF receptor associated factor 6

T cell receptor associated transmembrane adaptor 1
T cell receptor alpha variable 1-1

T cell receptor alpha variable 1-2.

T cell receptor alpha variable 10

T cell receptor alpha variable 11 (pseudogene)
T cell receptor alpha variable 12-1

T cell receptor alpha variable 12-2

T cell receptor alpha variable 12-3

T cell receptor alpha variable 13-1

T cell receptor alpha variable 13-2

T cell receptor alpha variable 14

T cell receptor alpha variable 16

T cell receptor alpha variable 17

T cell receptor alpha variable 18

T cell receptor alpha variable 19

T cell receptor alpha variable 2

T cell receptor alpha variable 20

T cell receptor alpha variable 21

T cell receptor alpha variable 22

T cell receptor alpha variable 23

T cell receptor alpha variable 24

T cell receptor alpha variable 25

T cell receptor alpha variable 26-1

T cell receptor alpha variable 26-2

T cell receptor alpha variable 27

T cell receptor alpha variable 29

T cell receptor alpha variable 3 (gene/pseudogene)
T cell receptor alpha variable 30

T cell receptor alpha variable 34

T cell receptor alpha variable 35

T cell receptor alpha variable 36

T cell receptor alpha variable 38-1

T cell receptor alpha variable 38-2

T cell receptor alpha variable 39

T cell receptor alpha variable 4.

T cell receptor alpha variable 40

 cell receptor alpha variable 41

T cell receptor alpha variable 5

T cell receptor alpha variable 6

T cell receptor alpha variable 7

T cell receptor alpha variable 8-1

T cell receptor alpha variable 8-2

T cell receptor alpha variable 8-3

T cell receptor alpha variable 8-6

T cell receptor alpha variable 9-1

T cell receptor alpha variable 9-2

T cell receptor beta constant 2.

T cell receptor beta variable 10-1(gene/pseudogene)
T cell receptor beta variable 10-2

T cell receptor beta variable 10-3

T cell receptor beta variable 11-1

T cell receptor beta variable 11-2

T cell receptor beta variable 11-3

T cell receptor beta variable 12-3

T cell receptor beta variable 12-5.

T cell receptor beta variable 13

T cell receptor beta variable 14

T cell receptor beta variable 15

T cell receptor beta variable 16 (gene/pseudogene)
T cell receptor beta variable 18

T cell receptor beta variable 19

T cell receptor beta variable 2

T cell receptor beta variable 20-1

T cell receptor beta variable 24-1

T cell receptor beta variable 25-1

T cell receptor beta variable 27

T cell receptor beta variable 28

T cell receptor beta variable 29-1

T cell receptor beta variable 3-1

T cell receptor beta variable 30 (gene/pseudogene)
T cell receptor beta variable 4-1

T cell receptor beta variable 4-2

T cell receptor beta variable 4-3

T cell receptor beta variable 5-1

T cell receptor beta variable 5-4

T cell receptor beta variable 5-5

T cell receptor beta variable 5-6

T cell receptor beta variable 5-8

T cell receptor beta variable 6-1

T cell receptor beta variable 6-2 (gene/pseudogene)
T cell receptor beta variable 6-4

T cell receptor beta variable 6-5

T cell receptor beta variable 6-6

T cell receptor beta variable 6-8

T cell receptor beta variable 6-9

T cell receptor beta variable 7-2

T cell receptor beta variable 7-3

T cell receptor beta variable 7-4 (zene/pseudogene)
T cell receptor beta variable 7-6

T cell receptor beta variable 7-7

T cell receptor beta variable 7-8

T cell receptor beta variable 7-9

T cell receptor beta variable 9

T cell receptor delta constant

T cell receptor delta variable 1

T cell receptor delta variable 2

T cell receptor delta variable 3

triggering receptor expressed on myeloid cells 1
T cell receptor gamma constant 1

T cell receptor gamma constant 2

T cell receptor gamma variable 2

T cell receptor gamma variable 3

T cell receptor gamma variable 4

TRAVE-4

TRBV124

TRBV6-9



TRGVS

ENST00000390343.1 TCRGVS:TCRGVE
ENST00000444775.1 TCRGVE;TCRGVY.

TRGVS.
TRIM10 NM 0067783
TRIM22 NM 0060743
TRIM25 NM_005082.4
TRIM26 NM_001242783.1
TRIM31 NM 0070283
TRIM33 NM 0159063
TRIM34 NM 1303902
TSc2 NM 0005483
vk NM 0033314
TYROBP NM 0033323
UBAS NM_198329.2
UBE2F NM _080678.1
UBE2l NM_194260.2
UBE2VL NM_001257397.1
UQcR10 NM 001003684.1
vacra NM_014402.4
UsP15 NM 001252078.1
Usp18 NM 0174143
VAVL NM 0054282
VAV3 NM_001079874.1
VSIR NM 022153.1
WAS NM_000377.2
WDR4S NM 0070753
XAFL NM 1991392
xcLi/2 NM_002995.2
2AP70 NM 0010793
287816 NM 0060064
internal Reference Genes

ABC IM 001090.2
G6PD. NM_000402.4
NRDE2 NM 0179703
oAz1 NM_004152.2
POLR2A NM 0009372
SDHA NM_0041683
STK11IP NM 0529022
TBC1D108 NM 0155273

NM 001172085.1

© 2019 NanoString Technologies, alrights reserved

RNF9;tripartite motif-containing 10
tripartite motif-containing 22

3

ZNF147;zinc finger protein 147 finger prote

T cell receptor gamma variable 8
T cell receptor gamma variable 9
tripartite motif containing 10
tripartite motif containing 22

ZNF173;tripartite motif-containing 26
tripartite motif-containing 31

tripartite motif-containing 33
RNF21:tripartite motif-containing 34
TSCaituberous sclerosis 2
pLOSL
UBE1DCLubi enzyme £ 1,ubiquitin-like modifier activating
enzvme 5
ubiquitin-coniugating enzyme E2F (putative)
b enzyme E21 to yeast UBCS),ub i enzyme E21

(UBCY homolog. veast).ubiauitin-coniugating enzvme E21
UBE2Vubiquitin-conjugating enzyme E2 v:

ubiquinol-cytochrome ¢ reductase, complex Ill subunit VIl, 9.5kDa
ubiauitin specific protease 15

ubiquitin specific protease 18

VAV:vav 1 oncogene,vav 1 guanine nucleotide exchange factor
vav 3 oncogene,vav 3 guanine nucleotide exchange factor
C100rf54;chromosome 10 open reading frame 54

IMD2,THC;

P containing 25

tripartite motif containing 26

tripartite motif containing 31

tripartite motif containing 33

tripartite motif containing 34

TSC complex subunit 2.

tyrosine kinase 2

TYRO protein tyrosine kinase binding protein

ubiquitin like modifier activating enzyme 5
ubiquitin conjugating enzyme E2 F (putative)
ubiquitin conjugating enzyme E2 |

ubiquitin conjugating enzyme E2 V1
ubiquinol-cvtochrome ¢ reductase, complex Il subunit X
ubiquinol-cytochrome ¢ reductase complex il subunit VIl
ubiauitin specific peptidase 15

ubiquitin specific peptidase 18

vav guanine nucleotide exchange factor 1

vav guanine nucleotide exchange factor 3

V-set immunoregulatory receptor

ia 1 (X-linked)
WDRXL:WD repeat domain, X-linked 1
LTN;SCYCLsmall inducible cytokine subfamily C, member 1 (lymphotactin)ichemokine (C motif)
ligand 1:LPTN:ATAC:SCM-1a:5CM-1:lvmphotactin

SRKGSRK
ZNFL45:zinc finger protein 145 (Kruppel-like, expressed in promvelocytic leukemia)

ABCS

ding cassette, sub-fai

F (GCN20), member 1

C14orf102;chromosome 14 open reading frame 102
oAz
POLR:

:polymerase (RNA) II (DNA directed) polypeptide A, 220kDa
i , subunit A, i in (Fp),

complex subunit A, flavoprotein (Fp)

‘TBC1 domain family, member 108
GTF2D1.SCA17

WD repeat domain 45
XIAP associated factor 1

X-C motif chemokine ligand 1

zeta chain of T cell receptor associated protein kinase 70
zin finger and BTB domain containing 16

ATP binding cassette subfamily F member 1
Blucose-6-phosphate dehydrogenase

NRDE-2, necessary for RNA interference, domain contai
ornithine decarboxylase antizyme 1

RNA polymerase Il subunit A

succinate dehydrogenase complex flavoprotein subunit A

serine/threonine kinase 11 interacting protein
TBC1 domain family member 108

TATA-box binding protein

ubiquitin B

1811066401

sub-maximal isoform coverage due to non-overlapping transcripts
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